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The fungus Lomentospora prolificans is a emergent pathogen! which mainly affects immunocompromised patients, causing disseminated infections, with a mortality
rate close t0 90%2. This mortality is mainly associated with the fungus intrinsic resistance to commonly used antifungals and with the clinical conditions of the patients.

It is worth to highlight that the immune system of immunocompetent individuals seems to be able to avoid these severe infections. In that case, after the inhalation of
conidia, mucosa secrete a great deal of proteins into the lumen, being IgA the most important, which prevents the adherence of microorganisms and the colonization
of the airway epithelium.

INTRODUCTION

The objective of this work was to identify the most prevalent conidial antigens of L. prolificans recognized by
human salivary IgA, to study their localization and their presence on phylogenetically related fungi,
OBIJECTIVE

Scedosporium apiospermum and Scedosporium aurantiacum. Finally, cross-reactivity study was performed
between antigens of L. prolificans and the most common filamentous pathogen Aspergillus fumigatus.

RESULTS

Identification of the most prevalent antigens
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